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EDUCATION & WORK EXPERIENCE

Nov. 2025 — Present AI Researcher, Samsung Medical Center
Department of Gastroenterology, Seoul, South Korea

Sep. 2023 — Feb. 2026 M.S., Department of Computer Science and Artificial Intelligence
Dongguk University, Seoul, South Korea
e Major GPA: 4.18/4.5

May. 2018 — Jan. 2020 Sergeant, Republic of Korea Marine Corps
Completed Military Service

Mar. 2016 — Feb. 2022 B.C., Division of Computer Science
Kwangwoon University, Seoul, South Korea

RESEARCH INTERESTS

e Multi-modality

e Multi-omic Analysis
o Al agent

e Computer vision

e Graph Learning
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RESEARCH EXPERIENCE

Apr. 2026 — Present

Nov. 2025 — Present

Jun. 2024 — Jun. 2025

TECHNICAL SKILLS
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e Programming Languages: Python, R, C, Java

e Deep Learning Frameworks: PyTorch, TensorFlow, LangGraph

e Visualization & Network Analysis: Matplotlib, Seaborn, Cytoscape
e Tools & Platforms: Git, Linux



PUBLICATIONS & PRESENTATIONS

Feb. 2026 Journal Publications
PathCLAST: pathway-augmented contrastive learning with attention for in-
terpretable spatial transcriptomics
M. Noh, S. Lee, S Kim, S. Lim*
Briefings in Bioinformatics
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Jun. 2025 Preprints
PathCLAST: Pathway-Augmented Contrastive Learning with Attention for
Spatial Transcriptomics
M. Noh, S. Lee, S Kim, S. Lim*
bioRxiv

Apr. 2025 Poster Presentation
A Pathway-Aware Contrastive Learning Framework for Spatial Transcrip-
tomics, 2025 RECOMB

Oct. 2024 Poster Presentation
A Pathway-augmented Contrastive Learning with Attention mechanism for
Enhanced Spatial Domain Identification in Spatial Transcriptomics Data, 2024
KSBI

Nov. 2024 Oral presentation
Pathway-Augmented Contrastive Learning with Attention for Spatial Tran-
scriptomics, 2024 B&0|C|0{&St3]

PATENTS
Jan. 2025 Pathway-augmented contrastive learning-based system and method for spa-

tial segmentation of histopathological images using spatial transcriptomic data
[Korea Patent 10-0003967]



